Correction.
Combined correlation-based network and mQTL analyses efficiently identified loci for branched-chain amino acid, serine to threonine, and proline metabolism in tomato seeds Volume 81, Issue 1, 121–133, Article first published online: 16 December 2014In the article by Toubiana et al. (2015), the sub-headings for segments of introgression line (IL) in Table 2 were published incorrectly.The correct Table 2 is reproduced below.